The human X chromosome-linked fragment, "Xrep," was sequenced because it exerts a positive effect on plasmld growth in both E. coli and Saccharomyces cerevlsiae.
Several independent clones identical with either pUCXrepl or pUCXrep3
consistently showed a positive effect on the production of plasmld (Fig. 1) .
Typically, Xrep-containlng recombioants (denoted by "+") appear vastly overloaded while empty pBR322 or pUC18 vectors are much reduced in intensity.
Quantitative determinations (Methods) revealed a 10-to 20-fold increase in However, the latter transformants were abortive and did not grow upon Table I pXrYrp - As shown in Figure 7a , the CCTCC repeats within this true palindrome are similar or identical to repeats found in three DNA viruses. Twenty nucleotides from the second CCTCC repeat, the sequence in parentheses is similar to a BK viral sequence (Fig. 7b) . Enhancer core sequences are boxed and numbered in order of appearance.
Core sequence #1 is nearly Identical to the core sequence first described in SV40 ( Twenty nucleotides away from the true palindromes (compared in a.) a nearly identical (except for nucleotides) 17 base sequence is found. Although not drawn to scale, the distance between true palindromes and enhancer core sequences is comparible (100 to 120 bases) in both cases. fold) than the 5' constructs.
Possibly, this is due to a "shielding" effect of an extremely GC-rlch region (Fig. .4) 
